Key indicators: single-crystal X-ray study; T = 93 K; mean (C-C) = 0.002 Å; R factor = 0.029; wR factor = 0.074; data-to-parameter ratio = 15.0.
Related literature
For the preparation, see: Qiu & Lv (2005) . For ClÁ Á ÁCl contacts, see: Sakurai et al. (1963) ; Stone et al. (1994) ; Qin et al. 
Data collection
Rigaku SPIDER diffractometer Absorption correction: multi-scan (ABSCOR; Higashi, 1995) T min = 0.771, T max = 0.888 5918 measured reflections 2008 independent reflections 1759 reflections with I > 2(I) R int = 0.020 Refinement R[F 2 > 2(F 2 )] = 0.029 wR(F 2 ) = 0.074 S = 1.00 2008 reflections 134 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.45 e Å À3 Á min = À0.36 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) x À 1; Ày þ 1 2 ; z À 1 2 ; (iii) x; Ày þ 1 2 ; z À 1 2 .
Data collection: RAPID-AUTO (Rigaku, 2004) ; cell refinement: RAPID-AUTO; data reduction: RAPID-AUTO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. Comment 4-Amino-3,5-dichloro-benzenesulfonamide is a primary substance used to synthesize Diclofenac sodium. Although the synthetic methods of the title compound has been reported (Qiu & Lv, 2005) , no crystal structure data have been published so far.
4-Amino
Our experimental aim was to obtain a Co(II) complex by preparing the potassium salt of 4-amino-3,5-dichloro-benzenesulfonamide modified by salicylaldehyde, and then reacting with CoCl 2 .6H 2 O To our surprise, we obtained yellow crystals which were identified as the title compound. Here, we report the synthesis and crystal structure of the title compound.
In the title compound, C 6 H 6 Cl 2 N 2 O 2 S, the amino and chlorine substituent groups are essentially co-planar (maximum r.m.s. deviation of fitted atoms is -0.0747 Å) with the benzene ring to which they are bonded. The O atoms of the sulfonamide group lie on one side of the benzene ring and the amino group lies on the opposite side (Scheme I, Fig. 1) In the crystal, molecules are linked by intermolecular hydrogen bonds N-H···O ( Fig.2 ., Table 2 ) and π-π stacking interactions [3.790 Å, the distance of the centroids between the two benzene rings, symmetry code as x, -y + 1/2, z + 1/2 and x, -y + 1/2, z -1/2], and a short Cl···Cl contact [3.318 Å, symmetry code as -x, -y -1, -z] occurs (Fig. 2) . The Cl···Cl contact is stronger than that of the [Zn(II)(C 8 H 7 O 4 NCl 2 S)(Phen)(H 2 O)] 3 (Qin et al., 2008) .
Experimental
Powdered 4-amino-3,5-dichloro-benzenesulfonamide (2.671 g, 10.08 mmol), KOH(0.504 g, 9.0 mmol) and salicylaldehyde (0.53 ml, 5.01 mmol) were mixed in methanol (40 ml). The mixture was stirred at 323 K for 2 h. Then, 1.30 ml solution was taken out from the mixed solution was added into a solution of CoCl 2 .6H 2 O(0.060 g, 0.25 mmol) in methanol (25 ml).
This mixture has been stirred at 323 K for 8 h. Subsequently, the reagents were filtrated. The resulting solution was left at room temperature, orange-yellow crystals were obtained after some days.
Refinement
All H atoms were geometrically positioned and refined using a mixed model, with distance restraints of C-H = 0.9500 and N-H = 0.80 (2)-0.86 (3) Å, and withU iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0132 (7) 0.0156 (6) 0.0267 (7) −0.0008 (5) −0.0049 (5) 0.0048 (5) N1 0.0123 (9) 0.0168 (8) 0.0287 (9) −0.0024 (7) −0.0059 (7) 0.0018 (7) (7) −0.0005 (7) C2 0.0120 (9) 0.0142 (8) 0.0146 (8) 0.0005 (7) 0.0003 (7) 0.0006 (7) C3 0.0152 (9) 0.0123 (8) 0.0160 (8) −0.0006 (7) 0.0017 (7) 0.0008 (6) C4 0.0113 (9) 0.0174 (8) 0.0140 (8) −0.0019 (7) 0.0003 (7) 0.0004 (7) C5 0.0123 (9) 0.0168 (8) 0.0172 (9) 0.0036 (7) 0.0007 (7) 0.0036 (7) C6 0.0138 (9) 0.0120 (8) 0.0195 (9) 0.0004 (6) 0.0020 (7) 0.0008 (7) Geometric parameters (Å, °)
Cl1-C3 1.7363 (18) N2-H2B 0.86 (3) Cl2-C5 1.7360 (17) C1-C2 1.394 (2) S1-O1 1.4370 (13) C1-C6 1.395 (2) S1-O2 1.4419 (13) C2-C3 1.379 (2) S1-N2 1.6078 (16) C2-H2 0.9500 S1-C1 1.7571 (18) C3-C4 1.407 (2) N1-C4 1.355 (2) C4-C5 1.414 (2) N1-H1A 0.80 (2) C5-C6 1.374 (2) N1-H1B 0.83 (3) C6-H6 0.9500 N2-H2A 0.81 (2) Hydrogen-bond geometry (Å, °) 
